Crystallization and preliminary X-ray diffraction analysis of recombinant hydrolase domain of 10-formyltetrahydrofolate dehydrogenase.
10-Formyltetrahydrofolate dehydrogenase (FDH) is an abundant enzyme in liver cytosol. It is important for the regulation of 10-formyltetrahydrofolate/tetrahydrofolate pools, for de novo purine biosynthesis and for the removal of formate in the form of CO(2). The enzyme is a natural fusion of two unrelated genes and consists of two functional catalytic domains. Here, the crystallization of the N-terminal domain of FDH is reported. This domain binds folate and functions as a 10-formyltetrahydrofolate hydrolase. The crystals grow as either spear-shaped needles or large plates, with the largest crystals reaching dimensions of 1.2 x 0.2 x 0.05 mm. Diffraction analysis revealed the space group to be P2(1)2(1)2, with unit-cell parameters a = 100.00, b = 64.63, c = 64.59 A. Based on the estimated solvent content, there is one 34 kDa molecule in the asymmetric unit. A native data set extending to 2.3 A resolution has been collected with good merging statistics.